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Antibiotic Resistance



Antibiotic resistance is the ability of given microbes to resist given medications and drugs that can treat them in a successful way. Most times, rapidly developing microbes in the body become more resistant to drugs as they multiply within the body (Gupta et al. 214). Bacteria having such tendencies are quite difficult to be treated since they need alternative medications. Notably, some dangerous microbes need higher doses of antibiotics to be cured completely. The microbes resistant to multiple antibiotics are known as the multi drug resistant due to this factor (Gupta et al 218). Also, those resistant to any drug are the totally drug resistant microbes.



Bacteria become resistant to antibiotics through genetic mutation and natural resistance. In the first case, mutations arise from the nucleic acids which enhance evolutions. Due to the haploid nature of most microbes, there is a majority of genes which a short generation (Gupta et al 213). This factor enhances rapid mutations that make the microbes more resistant to antibiotics. In most cases, the Mycobacterium tuberculosis shows such tendencies (Gupta et al 215). Under natural resistance, the bacteria resistant to antibiotics create resistance overtime due to continuous use of specific medications. Most times; bacterial pathogens remain insensitive to these drugs.



Society members can take antibiotics only when required to minimize resistance and avoid the use of antibiotics to treat infections that are viral. The Lederberg experiment is significant in determining antibiotic resistance with the provided samples. In this case, bacteria are spread out in one late and left to develop in separate colonies (Gupta et al. 220). After they grow, they are stamped out in another plate containing the penicillin antibiotic. To determine their resistance, the majority will show no reaction and still survive in their colonies.
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